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Distinct virulence factors of H. pylori have been described: the vacuolatingcytotoxin (vacA), the cytotoxin associated gene 
(cagA), the induced by contact with epithelium factor Antigen (iceAgene) and the urease C gene (ureC). This cross sectional 

study aimed to investigate the prevalence of the vacA, cagA, iceA and ureC genotypes of H. pylori isolates. 71 biopsy samples 
were subjected to PCR, DNA isolation from biopsy was done by using “QIAamp DNA mini kit” from QIAGEN. Isolated 
genomic DNAs were processed for PCR. Out of the 71 biopsies screened, 22(31%) samples were positive for H. pylori by PCR. 
PCR results showed high proportion of cagA positive (23.94%) followed ure C genes (5.63%) andvac A(1.4%). Prevalence 
of 


