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and 30 s for codon 194 and of 2 min for codon 399 (temperatures
given in Table 2), elongation for 1 min at 72°C and a final extension
step of 10 min at 72°C. PCR products were run on a 1% agarose gels
and visualized with SYBR green. The amplified fragments were
digested with appropriate restriction endonucleases PvuII and Ncil for

SNPs XRCC1 Arg194Trp and Arg399Gln, respectively (Table 2) and
the resulting cleavage products were separated by electrophoresis on
8% polyacrylamide gel for 1 h at 100 V and detected with silver
staining according to the protocol described by Sanguinetti et al. [22].

Genetic
Polymorphism Exon Primer sequence

Annealing
Temp.
(0°C)

Restriction
enzyme Genotype Fragments (bp)

;5&&�
Arg194Trp
(rs1799782) 6

F 5ôGTTCCGTGTGAAGGAGGAGGA3ô
R
5ôCGAGTCTAGGTCTCAACCCTACTCACT3ô
(138 pb) 58.7ÁC 3YX,,

Arg/Arg
Arg/Trp
Trp/Trp

138
138+75+63
75+63

;5&&�
Arg399Gln
(rs 25487) 10

F 5ôCAGTGGTGCTAACCTAATC3ô
R 5ôAGTAGTCTGCTGGCTCTGG3ô
(871 pb) 58ÁC 1FLO

Arg/Arg
Arg/Gln
Gln/Gln

461+278+132
593+461+278+132
593+278

Table 2: SNPs in DNA repair genes, primers and conditions used for genotyping.

Detection of FPG sensitive sites
The



Measurement of cytokines and chemokines in patients with
BM

The main cytokines and chemokines involved in the BM
inflammatory response were examined in the CSF samples from
patients. BM patients carrying XRCC1 Gln allele did not showed
statistical difference in the cytokines and chemokines levels (Figure 2).
For SNP XRCC1 Arg194Trp, no statistical difference was also observed
in the concentration of cytokines and chemokines (data not shown).

Discussion
Bacterial meningitis has been known to be an important cause of

mortality and morbidity. The disease evolution is mainly influenced by
the host immune response determined by several genes that regulate
the intensity of the inflammatory response to infection [8-11].

Figure 1A: FPG sensitive sites in genomic DNA in relation to
XRCC1 



difference
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