


[6]. Autophagic degradation had long been regarded as bulk and non-
selective, now it is known that autophagy is more useful as it can also
selectively degrade various targets, including protein aggregates,
damaged mitochondria, and even intracellular pathogens and this is
called selective autophagy. In most cases, selectivity is determined by
receptor proteins [7]. Autophagy is, observed in basal levels in almost
all types of cells, as it is the regulated pathway for cells to recycle their
components, which are degraded through activation of the lysosomal
machinery upon induction of autophagy. Under starvation conditions,
cells degrade some of their internal components via autophagy to
derive monomers which will subsequently be used for the production
of energy [8].

There



The reverse-transcription master mix was prepared on ice by adding 1
μl Reverse-transcription master mix (Quantiscript Reverse
Transcriptase), 4 μl Quantiscript RT Buffer, 1 µl RT Primer Mix and 14
μl Template RNA. Total reaction volume was 20 µl.



Range (134-1000) (145-409) 0.003*

Mean ± SD 506.4 ± 241.4 284.4 ± 91.0

Hb, haemoglobin; TLC, total leucocytic count. * P value is significant (when
P<0.05), ** P value is highly significant (when P<0.001)
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