




R: GTTATTGTTTTTTTCGTAGGATCGT

MOB1A-U F:
TCTCACAAACTAAAATTTCACTACAC
C

156 55

R: TTATTGTTTTTTTTGTAGGATTGT

Gene expression analysis
Total RNA was extracted from saliva samples of control and high 

risk groups as well as saliva and tissue samples of OSCC patients 
using parstous total RNA extraction kit (Cat. No.A101231) according 
to the manufacturer's instructions. The cDNA synthesis kit (vivantis, 
Cat.No.RTPL12) was used to reverse-transcribe 1 µg of RNA in a final 
volume of 20 µl. As an internal standard, RNA18s was used. Real time

PCR of MOB1A was performed using the primers and annealing 
temperatures according to Table 3. Cycle Threshold (CT) at which the 
fluorescence for the reaction well crosses was recognized in all 
samples and then, normalized CT (CT target gene/CT housekeeping 
gene) was used for comparison of gene expression between samples 
and groups.

Genes Sequences (5'→3') Product size Annealing temp (°C)

MOB1A F: CAGCAGCCGCTCTTCTAAAAC 134 58

R: CCTCAGGCAACATAACAGCTTG
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