
Ethical Exploration of Microbiome Interplay: Agribusiness, Genetics, and 
the Obesity Epidemic
Peter Sharma*
Department of Medicine, University of Oxford, UK

Abstract
The microbiome, comprising trillions of microorganisms residing in and on the human body, has emerged as a 

pivotal player in human health, particularly in the context of agribusiness practices, genetic factors, and the rising obesity 
epidemic. This research embarks on an ethical exploration of the intricate interplay between these three domains. 
Agribusiness, with its emphasis on industrialized food production and widespread use of antibiotics and pesticides, has 
significantly impacted the diversity and composition of the human microbiome. Genetic predispositions further influence 
how individuals interact with their microbiomes, shaping susceptibility to conditions like obesity.

The obesity epidemic, a global health
disease, while advocating for responsible practices in agribusiness and personalized medicine.
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Introduction
The microbiome, an intricate ecosystem of microorganisms 

inhabiting the human body, has gained increasing attention in recent 
years for its profound impact on human health and disease [1,2]. 
Comprising bacteria, viruses, fungi, and other microorganisms, the 
microbiome plays a crucial role in various physiological processes, 
from digestion and nutrient absorption to immune system regulation. 
Amidst this growing scientific interest, the microbiome’s relationship 
with broader societal and environmental factors has become a subject 
of intense scrutiny [3]. Agribusiness, characterized by industrialized 
farming practices, widespread use of antibiotics and pesticides, and the 
production of processed foods, has raised concerns about its influence 
on the human microbiome. These practices have been linked to changes 
in microbiome diversity and composition, potentially affecting human 
health in ways that are still not fully understood.

Genetic factors also play a significant role in shaping the 
microbiome and its impact on health. Genetic predispositions can 
influence an individual’s susceptibility to conditions like obesity, which 
has been associated with alterations in gut microbiota composition. 
Understanding these genetic influences is crucial for personalized 
approaches to health and disease management. The obesity epidemic 
represents a global health crisis, with increasing prevalence rates 
worldwide. Emerging evidence suggests that alterations in the gut 
microbiota may contribute to obesity and related metabolic disorders 
[4]. This has sparked interest in microbiome-targeted therapies as 
potential interventions for obesity management.

Despite the growing body of research in these areas, the ethical 
dimensions of the microbiome’s interplay with agribusiness practices, 
genetic factors, and the obesity epidemic remain largely unexplored. 
Questions surrounding informed consent, genetic privacy, equitable 
access to microbiome-targeted therapies, and the role of public policy 
and regulation in mitigating negative impacts are pressing issues that 
warrant careful consideration [5,6]. This research aims to delve into 

these ethical complexities, providing a comprehensive analysis of 
the microbiome’s role in the context of agribusiness, genetics, and 
the obesity epidemic. By examining the ethical implications of these 
interactions, this study seeks to contribute to a more responsible and 
equitable approach to microbiome research and its applications in 
personalized medicine.

Materials and Methods
This research employed a multidisciplinary approach, integrating 
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shaping susceptibility to conditions influenced by the microbiome. 
Employed bioinformatics tools and statistical software to analyze 
microbiome data. Assessed alpha and beta diversity metrics to evaluate 
differences in microbiota composition across different groups and 
conditions. Utilized descriptive statistics and thematic analysis to 
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