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σ2g=Genotypic variance

σ2p=Phenotypic variance

Estimation of genetic advance

Estimation of Genetic Advance was done following formula given 
by [8].

Genetic Advance (GA)=h2b.K.σp	 Where,

h2b=Heritability

K=Selection di�erential, the value of which is 2.06 at 5% selection 
intensity; and

σp=Phenotypic standard deviation.

Estimation of correlation coefficients

�e Genotypic and Phenotypic correlation coe�cients between 
yield and di�erent yield contributing characters were estimated as: 

Genotypic correlation=
2)(.1)(

1.2 Cov(g)
22 gg σσ

 Where,

Cov(g)(xy)=Genotypic covariance between the variables X and Y

σ2(g)1=Genotypic variance of the variable X1

σ2(g)2=Genotypic variance of the variable X2	

Similarly, 

Phenotypic correlation=
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weight followed by number of ear-bearing tillers per plant, number of 
�lled grains per panicle and number of days to 50% �owering on grain 
yield. However, 1000-grain weight had on signi�cant correlation with 
grain yield per plant due to its negative indirect on grain yield plant 
through number of �lled grain per panicle and plant height. �e results 
prescribed that highly signi�cant positive correlation with positive 
direct e�ect was observed in days to �owering, number of e�ective 
tiller, number of un�lled grain per panicle, number of �lled grain per 
panicle and root weight. �e residual e�ect of the present study was 
0.137 [16] (Table 4). 

Phenotypic path coe�cient analysis showing direct and indirect 
e�ects of di�erent characters and the results are presented in Table 5. 
From the path coe�cient analysis showed that number of un�lled grain 
per panicle had maximum direct e�ect (0.623) on yield followed by 
number of e�ective tiller (0.575), root length (0.543). �e lowest direct 
e�ect on grain yield was exhibited by number of �lled grain per panicle 
(0.027) followed by root weight (0.203). �e highest negative indirect 
e�ects on grain yield were obtained by length of panicle (-0.523). �e 
results prescribed that highly signi�cant positive correlation with 
positive direct e�ect was observed in number of un�lled grain per 
panicle, number of e�ective tiller, root length, root weight and number 
of �lled grain per panicle. �e residual e�ect of the present study was 
0.0055 (Table 5).

Conclusion
�irty-four local varieties of rice along with one standard check 

were evaluated for thirteen yield and yield attributing traits. Results of 
the present investigation on variability, heritability and genetic advance 
indicated a scope for improvement of grain yield through selection. 
Further, studies on character association and path co-e�cient revealed 
the importance of panicle bearing tillers per hill and number of �lled 
grains per panicle as selection criteria for e�ective yield improvement. 
�e study also indicated the need for balanced selection in light of 
negative association of panicle bearing tillers per hill with number of 
�lled grains per panicle; and number of �lled grains per panicle with 
1000-grain weight in crop yield improvement programs.
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