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Introduction
�e �eld of drug development has undergone a remarkable 

transformation in recent years, fueled by advances in technology and 
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(tools, and virtual simulations, this approach addresses the challenges )Tj
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(In silico target discovery involves using computational methods to )Tj
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(si� through biological databases, genetic information, and molecular )Tj
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(�e foundation of in silico target discovery is data. With the advent )Tj
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(of high-throughput technologies, such as genomics, proteomics, )Tj
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(and metabolomics, scientists can gather an unprecedented amount )Tj
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(of information about biological systems. �is data, when analyzed )Tj
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(valuable insights into the underlying mechanisms of diseases.)Tj
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target discovery. Integrating multi-omics data and real-world patient 
information could lead to a more personalized approach to drug 
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