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Abstract

Pharmacogenomics has emerged as a powerful tool in the treatment of depression, ofering personalized
approaches to medication selection and dosing based on individual genetic profles. This abstract explores the role of
pharmacogenomics in depression treatment, highlighting its potential to enhance e¥cacy, minimize adverse reactions,
and expedite the path to efective symptom management. By understanding how genetic variations infuence drug
metabolism and response, clinicians can tailor treatment strategies to each patient, ultimately improving outcomes and
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treatment of depression by o ering personalized, precise, and e ective
therapeutic interventions. By leveraging genetic information, clinicians
can optimize medication selection, dosage, and treatment strategies,
ultimately improving outcomes for individuals struggling with
depression. As our understanding of the genetic basis of depression
continues to evolve, pharmacogenomics will play an increasingly vital
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