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Introduction

Type-2 Diabetes Mellitus (T2DM) is characterized by chronic
hyperglycemia resulting from insulin resistance and 3-cell dysfunction.
Recent investigations have highlighted the gut microbiota’s pivotal role
in metabolic health and disease, including T2DM. e gut microbiota
comprises trillions of microorganisms, including bacteria, fungi, and
viruses, that in uence various physiological processes. s article
delves into the gut microbiota’s role in T2DM, exploring underlying
mechanisms, evidence from clinical studies, and potential therapeutic
strategies [1].

Methodology
Gut microbiota and metabolic health

1.  Composition and diversity

e gut microbiota's composition is crucial for maintaining
metabolic balance. Predominant bacterial phyla include Firmicutes,
Bacteroidetes, Actinobacteria, and Proteobacteria. Dysbiosis, an
imbalance in microbial communities, has been linked to metabolic
disorders such as T2DM [2].

2. Gutmicrobiota composition and metabolic health

e composition of the gut microbiota signi cantly impacts
metabolic health. Studies have shown that individuals with T2DM o en
exhibit altered gut microbiota pro les compared to healthy controls. A
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into clinical practice has the potential to revolutionize T2DM treatment

and prevention, o ering hope for more e ective and individualized

therapies. As the eld evolves, a deeper understanding of the gut

microbiota’s role in T2DM will pave the way for innovative solutions

to address this global health challenges.
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