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(Figure 1). Mtera reservoir is a largest manmade Dam with a surface
area of 620 km? at its full capacity. It is situated in the central part of
Tanzania within the Ri  Valley at the con uence of the Great Ruaha
and Kisigo Rivers at 070 08" 12" Sand 350 59" 15" E.  edam lls most
of the Pawaga and Logi plains that were originally used as grazing areas
for livestock and wildlife. e dam drains 68,000 km?, and eventually
inundates 610 km? at its Full Supply Level (FSL). It is situated in a semi-
arid belt with an average of 450 mm of rainfall per annum, and will
shrink to 190 km
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techniques employed in the present study indicated that among other
bacteria; Aeromonad infections are certainly the causative agent of the
ulcerative sh disease outbreaks in Mtera Dam, Tanzania. Most of the
isolates fromtheinfected shshowed typical aeromonad characteristics.

e shes had hemorrhages at the base of the ns and/or on the skin,
and gross ulcerative lesions (Figure 2. B, C, D and F). Internal signs
included, uid inthe abdomen, swollen liver and spleenand uid- lled
distended intestine (Figure 2. A). e bacterial isolates from the present
study showed biochemical and physiological properties similar to those
of the reference strains of A. hydrophila. Most of the strains showed
positive reactions with catalase and oxidase production, fermentative
metabolism, gelatinase production, gas production from glucose and
fermentation.

Motile Aeromonads are adapted to environments that have a
wide range of conductivity, turbidity, pH, salinity, and temperature.
Temperature optimums depend upon a particular strain, but generally
range from the optimum temperature for the growth of motile
Aeromonas species is 280C and the maximum temperature range
between 38-410C.

In this study water temperature ranged between 24.6°C to 27.2°C
which is near to the optimum temperature for the species. During this
period the dam water is shallower and turbid as a result of evaporation
and wind, the changes that facilitates sh to become more susceptible
to aeromonad bacterial infection as noted by the ndings of the present
study. e ndings of the present study further conform to those of
[14] who reported bacterial epizootics among warm water shes in
the Mediterranean as in uenced by high temperatures. Aeromonas
spp. have also been isolated from ulcerative diseased sh in the Indo-
Pakistan region in which 27% of Aeromonad isolates from sh with
ulcerative symptom in Malaysia, ailand and Bangladesh belonged to
A. veronii biovar sobria and among those 6 of the 11 isolates were from
the Bangladeshi sh. Moreover, Aeromonas hydrophila were recently
isolated from cultured Nile tilapia in Egypt during summer [15].

e presence of and A. hydrophyla and other motile
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achieved in the dry season in which the altered physical chemical
characteristics of the lake water manifest increased sh infections.
Monitoring of environmental variables can therefore help to foresee
stressful situations and possibly avoid outbreaks before they arise.
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